Fold change in
P19s were transfected with siRNAs against Acvr2a, Acvr2b or Acvr1b or a non-targeting control (siControl), then treated or not with activin for 1 hr. Western blotting for PSMAD2, SMAD2 and tubulin as a loading control was performed. Quantifications are the means±s.d. of densitometry measurements from two independent experiments, normalised to measurements in siControl cells treated with activin for 1 hr. Below, the extent of knockdown was determined by qPCR. Shown are the normalised means±s.d. from two independent experiments, expressed as fold change in mRNA level relative to non-targeting controls. Table S4 Key parameters used to model the behaviour of each ligand, with key parameter changes indicated in bold. Cell Sci.: doi:10.1242/jcs.234039: Supplementary information 
